The whole genome of Saccharibacillus sp. strain WB 17, a bacterial strain isolated from wheat phyllosphere, has been sequenced. This microorganism is equipped with several carbohydrate-active enzymes, which would explain its ability to fractionate lignocellulose.
no auxiliary activities (redox enzymes that act in conjunction with carbohydrate-active enzymes) were detected.
Data availability. The genome data for Saccharibacillus sp. strain WB 17 are available in GenBank under accession number VPFK00000000 and SRA accession number SRR10389757. The version reported in this paper is the second version, VPFK00000000.2. The 16S rRNA data are available under accession number MN475752.
